
Fig. S5
Conserved synteny dot plots of chemokine and chemokine receptor genes.

           The plots were drawn using the Synteny Database (http://teleost.cs.uoregon.edu/ 
synteny_db/). Orthologues of genes on the teleost (zebrafish, medaka or Tetraodon) chromo-
somes are plotted as red crosses on their respective chromosomes, but ordered relative to the 
position of the gene on the human chromosome. The teleost chromosomes containing chemo-
kine or chemokine regions were derived from a part of the indicated teleost protochromosome. 
Official gene symbols are in bold italic letters.
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